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Next-generation library prep solutions for low-input and single-cell samples from Takara Bio
Rachel N. Fish, Ph.D. (Takara Bio USA, Inc.)
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- Going further with 3-color Crystal Digital PCR: characterizing CNV, indels and mutation linkage -
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JE8 . Next-generation library prep solutions for low-input and
single-cell samples from Takara Bio

J#@% . Rachel N. Fish, Ph.D. (Takara Bio USA, Inc.)
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Experimental approaches involving Next-Generation Sequencing
(NGS) have led to significant advancements in numerous
research areas—for example, developmental biology and
neuroscience—and are increasingly being applied toward the
development of diagnostics and novel treatments for human
disease. As the use of NGS advances in clinical and applied
spaces, parallel processing of large numbers of samples,
including single cells, will be critical. Takara Bio provides a
powerful toolbox for analyzing the genomics of single cells. Our
technologies enable research involving whole transcriptome
analysis with single-cell or ultra-low-input RNA sequencing
(SMART-Seq® v4, SMART-Seq HT, and SMART-Seq v4 3’ DE kits
for high-quality samples, and the SMART-Seq Stranded Kit for
both high- and low-quality samples) as well as variant analysis
with single-cell whole genome amplification and sequencing
(SMARTer® PicoPLEX® Gold kit). Our automation systems allow
for scalability and simplification of single-cell library preparation.
The SMARTer™ ICELL8® and ICELL8 cx microfluidic systems
enable the rapid isolation and selection of single cells and the
generation of libraries from selected cells using SMART-Seq
chemistry. We will present product overviews and recent
developments involving our single-cell NGS portfolio and
\applications on the SMARTer ICELLS8 single-cell systems. )

Clontech TallaRa cellartis
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The Forefront of Long Noncoding RNA Research
- from a general outline to data analysis -
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James Flynn, Ph.D,

Global Product Manager, Gene Expression Group,
Bio-Rad Laboratories, Inc

Long Noncoding RNA: The Unexplored Transcriptome
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From DNA replication to unusual DNA structures
~Reflection on my mentor, Professor Ken-ichi Arai~
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Naica, a 3 color digital PCR system, and Crystal Digital PCR, Stilla’s
next-generation technology for absolute quantification of nucleic

acids.
[Date: HEF]) 2018/11/30 (&) 11:40~12:30
[Venue: &£15] PO (303 B=E)

[Program No:7n454nN.)] 3BT04

[Speaker: ;&3] : Alexandra Martin, Ph.D. (Stilla Technologies)
[Abstract: ZE§]

In this talk, we will focus on different types of assay designs that are
unique to digital PCR, enabling fine-tuned copy number variation
discrimination, quantification of insertions and deletions, and analysis of
mutation linkage. Using the unique 3—color capabilities of the Naica™
system for Crystal™ Digital PCR, we will first demonstrate how HER2
amplification status in plasma and tumor samples of breast cancer
patients can be assessed in a fast and simple assay, reliably discriminating
true gene amplification from chromosome 17 polysomy. We will then
explicit the design and analysis of two “drop—off” assays, first to monitor
EGFR exon 19 deletions, and second to characterize EGFR T790M, both
providing clinicians with essential information for optimal therapeutic
decisions for NSCLC patients.
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Naica system Sapphire Chip
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